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Started: 2009-01-30 14:44:43.489 

Finished: 2 009-01-30 14:44:47.754 

Elapsed: 0 hr(s) 0 min(s) 4 sec(s) 265 ms 

Total Warnings: 12 

Total Errors: 36 

No. of SeqIDs Defined: 12 
Actual SeqID Count: 12 

Error code Error Description 

W 213 Artificial or Unknown found in <213> in SEQ ID (1) 

E 257 Invalid sequence data feature in <221> in SEQ ID (1) 

E 257 Invalid sequence data feature in <221> in SEQ ID (1) 

E 257 Invalid sequence data feature in <221> in SEQ ID (1) 

E 257 Invalid sequence data feature in <221> in SEQ ID (1) 

W 213 Artificial or Unknown found in <213> in SEQ ID (2) 

E 257 Invalid sequence data feature in <221> in SEQ ID (2) 

E 257 Invalid sequence data feature in <221> in SEQ ID (2) 

E 257 Invalid sequence data feature in <221> in SEQ ID (2) 

E 2 57 Invalid sequence data feature in <221> in SEQ ID (2) 

E 257 Invalid sequence data feature in <221> in SEQ ID (2) 

E 257 Invalid sequence data feature in <221> in SEQ ID (2) 

E 257 Invalid sequence data feature in <221> in SEQ ID (2) 

E 257 Invalid sequence data feature in <221> in SEQ ID (2) 

W 213 Artificial or Unknown found in <213> in SEQ ID (3) 

E 257 Invalid sequence data feature in <221> in SEQ ID (3) 

E 257 Invalid sequence data feature in <221> in SEQ ID (3) 

E 257 Invalid sequence data feature in <221> in SEQ ID (3) 

W 213 Artificial or Unknown found in <213> in SEQ ID (4) 

E 257 Invalid sequence data feature in <221> in SEQ ID (4) 



Input Set: 



Output Set: 



Started: 2009-01-30 14:44:43.489 

Finished: 2009-01-30 14:44:47.754 

Elapsed: 0 hr(s) 0 min(s) 4 sec(s) 265 ms 

Total Warnings: 12 

Total Errors: 36 

No. of SeqIDs Defined: 12 
Actual SeqID Count: 12 

Error code Error Description 

E 257 Invalid sequence data feature in <221> in SEQ ID (4) 

E 257 Invalid sequence data feature in <221> in SEQ ID (4) 

W 213 Artificial or Unknown found in <213> in SEQ ID (5) 

E 257 Invalid sequence data feature in <221> in SEQ ID (5) 

W 213 Artificial or Unknown found in <213> in SEQ ID (6) 

E 257 Invalid sequence data feature in <221> in SEQ ID (6) 

This error has occured more than 20 times, will not be displayed 

W 213 Artificial or Unknown found in <213> in SEQ ID (7) 

W 213 Artificial or Unknown found in <213> in SEQ ID (8) 

W 213 Artificial or Unknown found in <213> in SEQ ID (9) 

W 213 Artificial or Unknown found in <213> in SEQ ID (10) 

W 213 Artificial or Unknown found in <213> in SEQ ID (11) 

W 213 Artificial or Unknown found in <213> in SEQ ID (12) 
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<160> 12 

<170> Patentln version 3.5 

<210> 1 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<220> 

<221> MOD_RES 
<222> (1) . . (1) 
<223> 5-oxo-Pro 

<220> 

<221> MOD_RES 
<222> (6) . . (6) 

<223> DLeu, DAla, DTrp, DSer(tBu), D2Nal or DHis(ImBzl) 

<220> 

<221> MOD_RES 

<222> (9) . . (9) 

<223> Pro or Pro-NH-C2H5 

<220> 

<221> MOD_RES 

<222> (10) . . (10) 

<223> Gly — NH2 or not present 



<220> 
<223> 



see specification as filed for detailed description 
substitutions and preferred embodiments 



Pro His Trp Ser Tyr Xaa Leu Arg Pro Gly 
15 10 



<210> 2 

<211> 11 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<220> 

<223> N-term may or may not be acetylated 

<220> 

<221> MOD_RES 

<222> (1) . . (1) 

<223> N (4H2-f uroyl) Gly or absent 

<220> 

<221> MOD_RES 

<222> (2) . . (2) 

<223> D2Nal 

<220> 

<221> MOD_RES 

<222> (3) . . (3) 

<223> D4ClPhe 

<220> 

<221> MOD_RES 

<222> (4) . . (4) 

<223> D3Pal 

<220> 

<221> MOD_RES 

<222> (6) . . (6) 

<223> NMeTyr, Tyr, Aph(Atz) or NMeAph (At z ) 

<220> 

<221> MOD_RES 

<222> (7) . . (7) 

<223> DLys (Nic) , 
DhArg (Et2) 

<220> 

<221> MOD_RES 

<222> (9) . . (9) 

<223> Lys (Nisp) , Arg or hArg(Et2) 

<220> 

<221> MOD_RES 



DCit, DLys (AzaglyNic ) , DLys (AzaglyF 
, DAph(Atz) or DhCi 



<222> (11) . . (11) 
<223> DAla 



<220> 

<223> C-term amidated 

<220> 

<223> see specification as filed for detailed description of 
substitutions and preferred embodiments 

<400> 2 

Gly Xaa Phe Xaa Ser Xaa Xaa Leu Xaa Pro Ala 
15 10 

<210> 3 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<220> 

<221> MOD_RES 
<222> (1) . . (1) 
<223> 5-oxo-Pro 

<220> 

<221> MOD_RES 
<222> (6) . . (6) 
<223> DLeu 

<220> 

<221> MOD_RES 

<222> (9) . . (9) 

<223> Pro-NH-C2H5 

<400> 3 

Pro His Trp Ser Tyr Leu Leu Arg Pro 
1 5 



<210> 4 
<211> 9 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<220> 

<221> MOD_RES 



<222> (1) . . (1) 

<223> 5-oxo-Pro 

<220> 

<221> MOD_RES 

<222> (6) . . (6) 

<223> Ser(tBu) 

<220> 

<221> MOD_RES 

<222> (9) . . (9) 

<223> Pro-NH-CH2-CH3 

<400> 4 

Pro His Trp Ser Tyr Ser Leu Arg Pro 
1 5 

<210> 5 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<220> 

<221> MOD_RES 
<222> (1) . . (1) 
<223> 5-oxo-Pro 

<220> 

<223> C-term amidated 
<400> 5 

Pro His Trp Ser Tyr Trp Leu Arg Pro Gly 
15 10 



<210> 6 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<220> 

<221> MOD_RES 

<222> (1) . . (1) 

<223> 5-oxo-Pro 



<220> 



<221> MOD_RES 
<222> (6) . . (6) 
<223> D2Nal 

<220> 

<223> C-term amidated 
<400> 6 

Pro His Trp Ser Tyr Xaa Leu Arg Pro Gly 
15 10 

<210> 7 
<211> 9 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<220> 

<221> MOD_RES 

<222> (1) . . (1) 

<223> 5-oxo-Pro 

<220> 

<221> MOD_RES 
<222> (6) . . (6) 
<223> DHis (ImBzl) 

<220> 

<221> MOD_RES 

<222> (9) . . (9) 

<223> Pro-NH-CH2-CH3 

<400> 7 

Pro His Trp Ser Tyr His Leu Arg Pro 
1 5 



<210> 8 

<211> 9 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<220> 

<221> MOD_RES 

<222> (1) . . (1) 

<223> 5-oxo-Pro 



<220> 

<221> MOD_RES 

<222> (9) . . (9) 

<223> Pro-NH-CH2-CH2-NH2 

<400> 8 

Pro His Trp Ser Tyr Trp Leu Arg Pro 
1 5 



<210> 9 
<211> 9 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<220> 

<221> MOD_RES 
<222> (1) . . (1) 
<223> 5-oxo-Pro 

<220> 

<221> MOD_RES 
<222> (6) . . (6) 
<223> 2MeTrp 

<220> 

<221> MOD_RES 

<222> (9) . . (9) 

<223> Pro-NH-CH2-CH3 

<400> 9 

Pro His Trp Ser Tyr Trp Leu Arg Pro 
1 5 



<210> 10 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<220> 

<221> MOD_RES 

<222> (1) . . (1) 

<223> 5-oxo-Pro 



<220> 

<223> C-term amidated 



<400> 10 

Pro His Trp Ser Tyr Gly Leu Arg Pro Gly 
15 10 



<210> 11 
<211> 9 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<220> 

<221> MOD_RES 
<222> (1) . . (1) 
<223> 5-oxo-Pro 

<220> 

<221> MOD_RES 
<222> (6) . . (6) 
<223> Ser(tBu) 

<220> 

<221> MOD_RES 

<222> (9) . . (9) 

<22 3> Pro-NH-NH-CO-NH2 

<400> 11 

Pro His Trp Ser Tyr Ser Leu Arg Pro 
1 5 



<210> 12 
<211> 9 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<220> 

<221> MOD_RES 

<222> (1) . . (1) 

<223> 5-oxo-Pro 

<220> 

<221> MOD_RES 
<222> (6) . . (6) 
<223> D3MeVal 



<220> 



<221> MOD_RES 
<222> (9) . . (9) 
<223> Pro-NH-C2H5 

<400> 12 

Pro His Trp Ser Tyr Val Leu Arg Pro 
1 5 



